Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.112; data-to-parameter ratio = 16.2.
Experimental
Crystal data C 18 H 14 N 4 O 2 M r = 318.33 Triclinic, P1 a = 5.7895 (4) Å b = 7.8315 (6) Å c = 8.8460 (5) Å = 82.906 (6) = 74.083 (5) = 73.695 (6) V = 369.72 (4) Å 3 Z = 1 Mo K radiation = 0.10 mm À1 T = 298 K 0.60 Â 0.60 Â 0.56 mm
Data collection
Siemens P4 diffractometer Absorption correction: scan (XSCANS; Siemens, 1995) T min = 0.831, T max = 0.851 1962 measured reflections 1787 independent reflections 1521 reflections with I > 2(I) R int = 0.013 3 standard reflections every 97 reflections intensity decay: none Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.112 S = 1.06 1787 reflections 110 parameters H-atom parameters constrained Á max = 0.32 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày; Àz þ 1.
Data collection: XSCANS (Siemens, 1995) ; cell refinement: XSCANS; data reduction: XSCANS and SHELXTL (Sheldrick, 2008) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. supporting information Acta Cryst. (2011) . E67, o63 [https://doi.org/10.1107/S1600536810051172]
N,N′-Bis(pyridin-2-yl)benzene-1,4-dicarboxamide
Ta-Pin Tsai, Hui-Lin Hsiao and Jhy-Der Chen S1. Comment Several Cu(II), Cd(II) and Hg(II) complexes containg N,N′-bis(2/3-aryl)-1,4-benzenedicarboxamide ligands have been reported, which show one-dimensional and two-dimensional structures (Tsai, et al., 2010) . Within this project the crystal structure of the title compound was determined.
In its crystal structure intermolecular N-H···N hydrogen bonds are found (Tab. 1) and the molecule is located on a center of inversion ( Fig. 1 ).
S2. Experimental
The title compound was prepared according to a published procedure (Tsai, et al., 2010) . Block crystals suitable for Xray crystallography were obtained by slow evaporization of the solvent from a solution of the title compound in methanol.
S3. Refinement
All the hydrogen atoms were placed into idealized positions and refined in the riding atom approximation with C-H = 0.93 Å, N-H = 0.86 Å and U iso (H) = 1.2 U eq (C, N).
Figure 1
Crystal structure of the title compound with atom labeling and displacement ellipsoids drawn at the 30% probability level. Symmetry code: (i) =-x + 2,-y,-z. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.32 e Å −3 Δρ min = −0.19 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.193 (17) Special details Experimental. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
N,N′-Bis(pyridin-2-yl)benzene-1,4-dicarboxamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0382 (7) −0.0074 (6) −0.0055 (6) −0.0110 (5) C5 0.0360 (7) 0.0401 (7) 0.0353 (7) −0.0101 (6) −0.0029 (5) −0.0041 (5) (12) 
